
SERVICES TYPE PROTOCOL

GENOTYPING

EXPRESSION

WGDASL-HT

METHYLATION

SEQUENCING

RNA

Golden gate
Cancer SNP panel

Mouse linkage panels
MHC Panel Set

Infinium HD

HumanCytoSNP-12
HumanOmni-Quad

HumanOmni Express
HumanOmni 2.5-Quad

Whole Genome-DASL

Direct Hybridization
HumanHT-12
MouseWG-6
MouseRef-8

Infinium methylation HumanMethylation27
HumanMethylation450

Genome sequencing

de novo sequencing

Metagenome sequencing
Whole genome resequencing

Exome sequencing
 Target region sequencing

Epigenomics
Whole genome bisulfite sequencing

ChIP-Seq

MeDIP-Seq
Poly-A mRNA-Seq

Strand-specific mRNA-Seq
Small RNA sequencing
Degradome sequencing

* Click on the service type or protocol desired to see sample requirements.

http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Genotyping/GOLDEN_GATE_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Genotyping/INFINIUM_HD_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Expression/WHOLE_GENOME_DASL_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Expression/DIRECT_HYBRIDIZATION_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Methylation/METHYLATION_PROTOCOL_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/Genome%20sequencing/de_novo_SEQUENCING.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/Genome%20sequencing/METAGENOME_SEQUENCING.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/Genome%20sequencing/WHOLE_GENOME_RESEQUENCING.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/Genome%20sequencing/EXOME_SEQUENCING.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/Genome%20sequencing/TARGET_REGION_SEQUENCING.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/Epigenomics/WHOLE_GENOME_BISULFITE_SEQUENCING_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/Epigenomics/ChIP-SEQ_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/Epigenomics/MeDIP_SEQUENCING_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/rna/RNA-SEQ_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/rna/RNA-SEQ_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/rna/SMALL_RNA_SEQUENCING_SAMPLE_REQUIREMENTS.pdf
http://web.bioinformatics.cicbiogune.es/GAP/docs/Sample_requirements/Sequencing/rna/DEGRADOME_SEQUENCING_SAMPLE_REQUIREMENTS.pdf
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